Background: Thymic malignancies (TM) are rare with sparse population-based epidemiologic literature. According to data collected by the National Cancer Institute from 1973 to 2006, the incidence of thymomas is 0.13 per 100,000 person-years in the United States. Method: We used data from the California Cancer Registry (CCR), a comprehensive population-based state registry to examine TM incidence and survival trends in California from 1988 to 2015. Cases were specified by site (thymus), histology (thymic carcinoma and thymoma), and behavior (malignant). Primary endpoints were cause-specific survival (CSS) and overall survival (OS). Age-adjusted incidence rates were calculated in SEER*Stat, and Joinpoint regression was used to analyze incidence trends. Hazard ratios (HR) for CSS and OS were calculated using a Cox proportional hazards regression model controlling for relevant baseline variables including age, gender, stage, and year of diagnosis, among others. Result: We identified 1,588 TM cases in California from 1988 to 2015 with an annual percent increase of 2.08% (95% CI: 1.3%, 2.9%; p < 0.0001). The incidence of TM in 2015 was 0.277 per 100,000. Thymic carcinoma histology was associated with worse CSS across all stages, including localized (HR 7.56, 95% CI 1.44, 39.78), regional (HR 4.23, 95% CI 2.55, 7.01), and remote (HR 2.09, 95% CI 1.37, 3.19) disease. Compared to no treatment, surgery with or without radiation was associated with improved CSS in localized (surgery: HR 0.05 (95% CI 0.01 to 0.35), surgery + radiation: HR 0.12 (95% CI 0.02 to 0.84)) and regional disease (surgery: HR 0.11 (95% CI 0.04 to 0.29), surgery + radiation: HR 0.15 (95% CI 0.06 to 0.36)). Chemotherapy and radiation was also associated with improved CSS in regional disease (HR¼0.22 (95% CI 0.07 to 0.63) and remote disease (5.16 (0.37, 71.94)), though the latter was not statistically significant. Conclusion: This is a population-based study of TMs from the CCR that identifies baseline variables significantly associated with CSS. TM incidence appears to be increasing over time. Advanced stage and thymic carcinoma were found to be associated with worsened CSS, which is consistent with previous studies. Treatment incorporating surgery was associated with improved CSS in local and regional disease, as was chemoradiation in regional disease. Improvement in CSS trended towards significance in patients with remote thymic neoplasms treated with chemoradiation. These findings provide a more contemporary database for future TM outcomes research.
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T. Sakane, 1 H. Haneda, 1 K. Okuda, 1 K. Yokota, 1 T. Tatematsu, 1 R. Oda, 1 T. Watanabe, 1 Y. Saito, 2 T. Yamada, 3 R. Nakanishi 1 1 Department of Oncology, Immunology and Surgery, Nagoya City University Graduate School of Medical Sciences, Nagoya/JP, 2 Department of Chest Surgery, Toyota Memorial Hospital, Toyota/JP, 3 Department of Thoracic Surgery, Kariya Toyota General Hospital, Kariya/JP Background: Currently, programmed death 1 (PD-1)/programmed death ligand 1 (PD-L1) targeted therapy has not been established for thymic carcinoma (TC) yet, and limited information is available regarding the expression pattern of PD-L1 in TC. Four immunohistochemical assays are registered with the US Food and Drug Administration to detect the expression of PD-L1. We investigated the PD-L1 expression in thymic carcinomas using these four diagnostic assays. Method: The clinicopathological data of 53 TC patients were reviewed and their specimens were subjected to four PD-L1 assays with different antibodies (22C3, 28-8, SP142, and SP263). We examined tumor proportion scores (TPS) in each case and the cutoff values were settled at 1% for 22C3, 1% for 28-8, 1% for SP142, and 25% for SP263. Date were correlated to clinicopathologic parameters and outcomes. Result: The study population included 32 male patients and 21 female patients (median age, 61 years). In the TPS, the four assays showed similar scores in each case. Pairwise analyses of the TPS for the four assays showed high concordance among the four assays (the Spearman's rank correlation coefficients were all >0.9). Histopathologically, high TPS was observed in squamous cell carcinomas (SqCCs). Using cutoffs, 34 cases (64.2%) with 22C3, 41 cases (77.4%) with 28-8, 43 cases (81.1%) with SP142, and 26 cases (49.1%) with SP263 were detected as PD-L1 positive. In SqCCs, the high expression of PD-L1 (TPS 50%) were associated with early stage cancer when evaluated with 22C3 (p¼0.0205), 28-8 (p¼0.0448), and SP263 (p¼0.0486), respectively. However the high expression of PD-L1 were not associated with sex, age, tumor size, and curability. The SqCC patients with high expression of PD-L1 tended to show longer overall survival; p¼0.0250 in 22C3, p¼0.0719 in 28-8, p¼0.1064 in SP142, and p¼0.0675 in SP263. Conclusion: The present study revealed that the TC patients, especially SqCC patients, showed high PD-L1 positivity and that the staining pattern showed high concordance among the four assays. High expression of PD-L1 might be a prognostic predictor, though observed effect was independent on the assay. Our results suggest that the PD-1/PD-L1 pathway is a potential immunotherapeutic target in TC. Background: Only one prospective study in western population suggests sunitinib is an effective treatment for thymic carcinoma (TC). We evaluated the clinical efficacy and toxicity of sunitinib in Korean patients with metastatic TC after platinum-based chemotherapy. Method: Between Sep 2015 and May 2017, we enrolled 25 patients with histologically confirmed platinum-refractory TC at three academic hospitals in Korea. Patients were eligible if they had progressive disease after one or more cytotoxic chemotherapy including platinum-based regimen, at least one measurable disease by RECIST (v1.1) and adequate organ function. Patients received 50mg of sunitinib on an alternative schedule (2weeks of treatment followed by 1 week without treatment) until objective progression of disease or unacceptable toxicity of treatment. The primary endpoint was objective response rate and tissue and blood specimen were collected for NGS panel analysis (170 genes, Hybrid capture based method). This trial was registered with Clinicaltrials.gov, number NCT 02623127. Result: A total of 25 patients were enrolled in this trial. Median age was 62 (39-75) and 19 (76%) patients were male. Most patients (20 patients, 80%) received sunitinib as 2nd line treatment. Two patients discontinued treatment earlier than first tumor assessment due to toxicity and excluded from efficacy analysis. Among 23 evaluable patients, 5 (21.7%) patients had partial response and 16 (69.6%) patients achieved stable disease. Disease control rate (PR+SD>6m) was 56.5%. Median progression-free survival (PFS) was 15.2 months and 6 patients had ongoing responses at the time of analysis. Most common treatment-related adverse events were mucositis (12 patients, 48%), fatigue (9 patients, 36%), and hand-foot syndrome (9 patients, 36%). The most common grade 3/4 toxicity was thrombocytopenia (4 patients, 16%). Seventeen (68%) patients needed at least one dose reduction due to adverse events. Genomic profiling with NGS cancer panel revealed 2 patients with pathogenic KIT mutation (c.1879+1G>A and c.1671 G>C) who had PFS of 21.3m and 9.3m, respectively. Background: Brahma (BRM) is a critical protein subunit in chromatin remodeling, and insertions/deletions at its two polymorphic promotor sites (BRM-741 and BRM-1321) have been reported as susceptibility and/or prognostic markers in lung, head and neck, esophageal, pancreatic, and liver cancers. There is also early evidence of potential association with immune-related diseases such as ulcerative colitis and rheumatoid arthritis. As epigenetic silencing of BRM can be pharmacologically reversed, BRM polymorphisms in cancer might have therapeutic implications. Thymoma is a unique cancer in that it has immunological disease associations. We evaluated whether BRM-741 and BRM-1321 polymorphisms influence overall risk, survival, and time-to-progression of thymoma. Method: Thymoma cases and matched healthy controls were recruited in a comprehensive cancer centre. Study participants' peripheral blood samples were collected and genotyped for BRM promoter polymorphisms. Multivariable logistic regression assessed risk of thymoma in case-control analyses. Association of BRM variants with overall survival (OS) and time-to-progression or recurrence (TTP) was assessed by multivariable Cox regression. Result: Of 237 cases of histologically diagnosed thymoma and 948 ageand gender-matched healthy controls, thymoma patients had median age of 53 (range: 17-84) years; 121 (51%) were male; 76 (32%) had a history of myasthenia gravis. Median follow-up time was 7 years. 79% of patients were recurrence-and progression-free at 10-year follow-up (95% CI: 74-86%), and 81% of patients were alive at 10 years postdiagnosis (95% CI: 75-87%). Frequency of homozygous variants for either gene was not significantly different between thymoma cases and controls: homozygous BRM-741genotype (OR¼1.0; 95%CI:0. 
